HuSignature

Stratify patients that may benefit from your therapy

@ AJSR Life Sciences C




Discover and validate genetic signatures of response
leveraging the extensive HuPrime® patient-derived
xenograft (PDX) model collection.

Use HuSignature to find models that match your genetic
signatures of interest, or responder and non-responder
populations. All from a richly diverse collection of human
surrogate PDX models, available for immediate drug
discovery efficacy studies.
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e Determine or validate relevant gene signatures or
pathways related to response. %
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e Perform "Phase Il-like” mouse clinical trials (HuTrial)
to stratify patient responders and non-responders.

Treatment

e Characterize potential biomarkers of response.
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Partial Responders

e |dentify novel indications for existing drugs.

Identify Gene
Signatures &
Biomarkers

* Manage life cycle of existing treatments.

e Constantly growing diverse collection of PDX with

. . Stratify Patient
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HuBase

KRAS Mutation vs Activating Oncogenic Alleles for
for Cetuximab Sensitivity in CRC PDX Models

200% 200%
. Models without KRAS codon 12/13 mutations . Models without activating alleles except KRAS G13D

150% 150%
Models with KRAS codon 12/13 mutations Models with at least 1 activating allele on KARS, NARS,
BRAF, PIK3CA, or AKT1

100%

100%

50%

50%

2
2
5

ATIAC%

0%

0%

-50% -50%

[U3%4 e}
205280
01082
961082
095082
§0Z0¥O
0€SLUD
6151HD
S¥Z0uO
700082
vLSLHD
S6LLHD
620082
9PL0¥D
YPLLND
010082
0LI2¥0
12080
205280
01082
961080
0zszd0
885040
£6104D
L¥00¥D
095042
502080
051082
0€SLAD
9zz2d0
615180
SYZ0uO
¥SSLAD
00082
L1242 k]
Z1008D
SSY0ND
L5180
S6LLAD
620080
9¥L0dD
vrLIND
010042

QELD LEZONHD
QeLo 02STHD
agLo 8850480
acLo 6108
JZ19 Ly00¥D
azio 0510y8d
acLo 9zzzHd
AZLO ¥SSI¥D
azio svzidd
QeLo ZLooND
azio ssvoud

Per the set of oncogenic alleles rule: wild type/KRAS G13D vs at
least one activating allele on KRAS G12C/D/V, -Q61X, -A146T,

Per KRAS codons 12/13 mutation rule: wild type vs mutations.
NRAS Q61X, AKT1 L52R, PIK3CA E545K/-Q546L and BRAF V60OE.
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